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Assessing the role of AtGRP7 arginine 141, a target of dimethylation by PRMTS5, in flowering
time control.

bioRxiv, doi: 10.1101/2024.09.24.614656
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Staiger D, Jarmolowski A, Tsuge T (2024)

Plant Cleavage Factor | complex is essential for precise cleavage and polyadenylation site
determination.

bioRXxiv, doi: 10.1101/2024.03.28.587165
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bioRxiv, doi: 10.1101/2023.12.19.572415.

Kasztelan A, Maszkowska J, Anielska-Mazur J, Cieslak D, Polkowska-Kowalczyk L,
Poznanski J, Dadlez M, N6h C, Steffen A, Kasztelan K, Bucholc M, Szymanska KP,
Gutierrez-Beltran E, Staiger D, Sztatelman O, Dobrowolska G (2023)
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Adaptation of iCLIP to plants determines the binding landscape of the clock-regulated RNA-
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Genome Biology 18(1), 204.
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Genome Biology 18, 119.
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hardier-plants-under-stress
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in Flowering Time Control.
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Biologie in unserer Zeit 46, 12-13.
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analysis of plant RNA binding proteins comprising both RNA recognition motifs and
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Monitoring Alternative Splicing Changes in Arabidopsis Circadian Clock Genes.
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10
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Biologie in unserer Zeit 46, 145-146.
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Biologie in unserer Zeit 46, 14-15

Danisman S, Mateos J, Staiger D (2015) Time to network: The molecular blueprint of the
circadian timing system in plants.
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Journal of Experimental Botany 66, 719-730.

Meyer K, Staiger D (2015) Das Leitgewebe gibt den Takt an.
Biologie in unserer Zeit 45, 246-252.
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Biochemical and Biophysical Research Communications 453, 69—74.
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Meyer K, Koster T, Staiger D (2014) Unraveling post-transcriptional networks:

Analysis of RNA-protein interactions with RNA immunoprecipitation.
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Staiger D (2014) Regulation of pri-miRNA processing by an hnRNP-like protein AtGRP7 in
Arabidopsis.
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Biologie in unserer Zeit 44, 220-221.
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Methods in Molecular Biology 1158, 107-121.
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