
5th BIBI/ZB MED Workshop
November 24, 2021; 14:00 - 17:00

Venue: Online via zoom
● https://uni-bielefeld.zoom.us/j/96785264191?pwd=d256YnhrMk1tRm9aZlVGN2h

1MStCQT09
● Meeting ID: 967 8526 4191
● Passcode: 834763

Program

14:00 - 14:05 Opening

14:05 - 14:45 Roland Wittler (BIBI): SANS serif: alignment-free, whole-genome based
phylogenetic reconstruction

14:45 - 15:25 Konrad Förstner (ZB MED): NFDI4Micobiota - FAIR data, analytical
workflows and much more for the microbiology community

Break

15:40 - 16:20 Alexander Schönhuth (BIBI): Strainline: full-length de novo viral haplotype
reconstruction from noisy long reads

16:20 - 17:00 Stefan Albaum (BIBI): Omics Fusion - a web application for the integrative
analysis of multi-omics data

17:00 - 17:10 Wrap-up
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